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SEQ ID 
NO: of 
nucleo-lide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 

d 


SEQ ID NO: 
in USSN 
09^770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of Inst 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *-Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














RKAASQSDKPAEKKJEDESQMEDPS 

TSPSPGTRAASQPPNSSKAAGRKPW 

DRNNPLRNPLSSNLVRNPLLAKGPR 

KLRAPFSQQPHSRMKPAGSWSDMA 

\LD AFDLD\RMKQEI * ICE V VRELHK 

GERKE1ID\AIRQEA*SGISRKKNLGH 

RAHPPTRTSF1CSQRPRLM 


1746 


7243 


A 


1876 


1 


66S 


GERGVARHDRPRGTLREYKVVGRC 

LPTPK\CHTPPL\YR\MRIFAP*SMSSL 

SPRFVWYFVSQLKKDEESLQWRFSY 

CAQVFEKSP\LRVKVNFGIWLR\YDS 

RSG\THNMY\REY\RDLDHPQAPVHP 

SCLTRDNGVAPAPAA/HEAHFHFRF1 

ERLEEIVAGQQDCRRPGCSKQFPRIS 

RFKFPAAPPGSLRRQDKPRRTTOP 

KTFLKVQGPSSGVCPQNKTQETPR 


1747 


7244 


A 


1877 


1 


1059 




1748 


7245 


A 


1878 


87 


260 




1749 


7246 


A 


1879 


1 


1254 




1750 


7247 


A 


1880 


160 


615 


PSLNTYVTSPLSENFSARYRNHSND 

LTCVHTELQNKTKLTVLEGDILDEP 

FLKRACQ\DVSVI\IHTACIIDVFGV\T 

HRESIMNVNVKGRVAWGGDKARW 

GNEDQKEGQEGKRSLSIEHLLCSGP 

SDFADHYQLGELKAAIFSFIDEKTRT 

EQ 


1751 


7248 


A 


1881 


53 


1338 


CPLQGHPRVTLESDLLPSIFCFLVSD 

SCYFGLATMGWSCLVTGAGGLLGQ 

RI VRLL VEEKELKE1 RALDKAFRPEL 

REEFSKLQ\NK\TKLTVLEGDILDEPF 

LKESLARDRLRSIMTACFHLMSFGV 

\THREFF\MNVQC*KVPSSC*EACVQ 

ASVPVFIYTSSIEVAGPNSYKEIIQNG 

HEEEPLEN\TWPAPYPRSKKLA\KKA 

VLAANGWNLK\NGGALYTCALRPM 

YIYGEG SRFLS VSINEALNNNGILSS 

VGKFST\VNPVYV\GNVAWGHILAL 

RALQDPKKAPSIRGQFYYISDDTPH 

QSYDNLNYTL\SKE\FGPPPLDSRW\S 

FPLSLMYWMGFLLGNR*GFLL\RPIY 

TYRPPFNRHISSHCSN*ALFHLLF1KE 

GFSEILGVLRPLLTAGGGKAKAGKR 

VGSWVWVPFVDPAQGRNLEVPRIQ 


1752 


7249 


A 


1882 


3 


575 


HSLFGTSEVINKLLVPDA\MGHFTEE 

D\KATI\TSLV/GK\VNVE\DAGGE\TP 

GKGSLWYP\WTQRF\FD\SFGNLSS 

ASAI\MGKPPKSKAHG\KKVLTFLGT 

MPTKJiLE*FSRGTFCPSLK*TCTC*Q 

ACMWDPGGTFKLPGENVAGLTVFG 

QSHFRQKNFTPEGARFFLGRKMGD 

LELAS ALVPS RLPLKPLGP 


1753 


7250 


A 


1883 


1 


960 


GRPAPEDGGPLSLPNAAMARGPKK 

HLKRVAAVPKHWMLDKLTGVFAPR 

PSTGPHfCL\RECLPFlIF\LRNRLKYA 

LTS\DE VKK1 CMQRF I KI\DG Q VR\TD 

ITYP\AGFMDVI\SIDKDGREFSVL/Y 

LIDTQGVRFCL*HRJTP*GRAKVQSC 

AKMRK1LLWAPKGIPSSWRHDAR 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














NHPATPDPPSSKVN*YHFRLDLETG 

KDYLISSKFDTW*PCVMVT\GGA\N 

LGRNWLITN\RJERHPGIF*PLVHVK 

\DANGNKLLATSDFSNIFWLLGKGN 

KPW\ISL\PRGKGIPPHHLLEERDKRL 

AAKQSSWVKWGPWTWSDLLVP 


1754 


7251 


A 


1884 


1 


1218 


FFQNSARGAGAGWQLPWTRFVWn 

SGLLEINEYTLV1QQRGVRIYDGEEKI 

KFDAGTLLLSTHRLIWRDQKNHEC 

CMAILLSQIWFIEEQAUGIGKSAKI 

VVHL\HPAPPNKEPGP\FQSSKNSYI 

KLSFKEHGQIEFYRRLSEEMTQRRW 

ENMPVSQSLQTNRGPQPGRJRAVGI 

VGTERKLEEKRKETDKNISEAFEDL 

SKLMIKAKEMVELSKSIANK1KDKQ 

GDITEDET1RFKSYLVLSMG1ANPVT 

RETYG SGTQYHM\QL AKQL\A WN1A 

RVPLEERGGIMSLTEVYCLVNRARG 

MELLSPEDLVNACKMLEALKLPLR 

LRVFDSGVMVIELQSHKEEEMVAS 

ALETVSEMGSLTS*EFAKLVGMSVL 

LAKERLLLAEKMGHLCRDDSVEGL 

RFYPNLFMTQS 


1755 


7252 


C 


m5 


179 


361 


MPKVCFVHNFLKTSSERDLFALMN 
TVGKKHSIMSEKGRSKKFLHL1DSK 
KNEDPHLDGTL* 


1756 


7253 


A 


1886 


2 


913 


RRLLLFGWARSGAVSLGSAGVSSS 

GFLTAPHSRRLTAAAAAAGGAWRF 

EAERHRGWGAEEEQQPEGGAVCPG 

TERPCAMAYAYLFKYIIIGDTGGGR\ 

SCLLLQFTDKRFQPSAMTLTNGVEF 

GARMITIDGKQIK\LQIW\DTAGQES\ 

FRSITR\SYY\RGAAGALLVYDITR\R 

DTSTHLTTW\LEDA\RQHSHFQHGS 

LCLLGNKSDUESRKE/VSKKRKEGE 

SFLQPRNHGLHLPWKTSCKNCFPM* 

KEAFINTSKRNFIEKIQ\EGVFDINNE 

A\NGIKIGP\QHAATNATHAG\NQGG 

QQAGGGCC 


1757 


7254 


A 


1893 


138 


426 


FiHSHCClVFRLFIHFSLHPKVIHSPIN 
SLLRIFQF*AIMNSTV*NILIHVFW*V 
YTFPF\GINPKKGIARL* G VYIFSFSIY 
CQTVFQSDCKKAPF 


1758 


7255 


A 


1894 


45 


1057 


FLVFLVETGFHHVAQAVLELLASSD 

PPALAPPKCWDYRCELLRLAEFCFL 

RTEFWYLLFFFFWRRSLALSPRLEC 

SGANL\THCNLR/LPGFKQFSCLSLSS 

S WDYRCMPPHLATFFVF/S VETGFH 

RVAQASLELLSSGSLPALA/FPKC\W 

DYRAKATVAVPSPGVSSFILGL*TS* 

FHSLEPYLHAWKTTSHLPTKEALT 

W/YSHTAKTKHLWILVSILMEF*VA 

LIS/SFFLGPGGK*T*VTAPQCPSLGQ 

DTLS*FLHAACTRSVPYPGLA/CGPS 

L WLTRVLLLPTPP* QQHNP/DTLEKT 

SFPGPHWIL'/TPQPSLSETPAPKVPP 

FPAFGSIPTHEEPGLP 


1759 


7256 


A 


1895 


2 


289 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 

d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 


1760 


7257 


A 


1896 


1 


397 




1761 


7258 


A 


1897 


1 


410 


STM ISP VLJLFSSFLCH V Al A GRTCPK 

PDDLPFSTVVPLKTFYEPGEEITYSC 

KPGYVSRGGM\RKFICPLTGLWPIN 

TLKCTPRVCPFAGNLRKMGAVRL1T 

DFLNYSPTRFSFSLLTWGF1LEWAL 

DSVAKCIEGG 


1762 


7259 


A 


1898 


19 


1215 


CQCDSSTMIFSRCSSLFSSFLCHVAI 

AGRTCPKPDDLPFSTWPLKTFYEP 

G\EEITYSCKPGYVSRGGIEESLSCPL 

\TGTVGPFNTSGNVTPRVCPF\AGIFR 

KMGGRTL1TTF*NYPNTDPVFSLLTL 

GF*FWNGALDFWPSCTGGKGKVAS 

P\ELPGLVAPII\CPP\PSIP/TGFATLH 

VLLRPFRLGKN S PP1 G DTA VFECL A 

HNMAMFG\NDTIT\CTTHGKLDLNY 

PECRG SKMPPFPHQDPDNGI W*TYP 

CQNPNTLFTRVKAPHLGLPHDGIFS 

GMGPRKEI\EC* PQTWGKPGS WPLA 

PSW*KPSLVKGTPVKKRPTVV/YPQ 

GERVKDSREKFKEWECLHG**KFLS 

FCKNKEKKCSYTEDAQCIDGTIEVP 

KCFK\EHSSLAFWKT\DAS\DVKPC 


1763 


7260 


A 


1899 


58 


446 




1764 


7261 


A 


1900 


1 


954 


MGEVSGTSDCTDDQCRQVKKALEG 

GKAARGHRSKIKIRFFRPGGLGPGP 

A1TAVAGMPRVYIGRLSYQAREHA 

V\ERLLNGHAKILEVDLKNGYGFVE 

FDDLRD ADDA V YELNG KDLCG ERV 

IVEHARGPRRDGSYGSGRSGYGYR 

RSGRDKYGPPTRTEDRLIVEN\LTSR 

CS WQDLKD YMRQAG EVTYADAHK 

GRQKMKGVIEFVSYSDMKRALEKL 

DGTEVNGRKIRLVEDKPGSRRRRSY 

SRSRVSHSRSRSRSRHSRKSRSRSGSS 

KSSHSKSRSRSRSGSRSRSKSRSRSQ 

SRSRSKKEKSRSPSKDKS\RSRSHSA\ 

GKSRSKSKDQAE\EKFQNNDNV\GK 

PKSRSPSRHKSKSKSRSRSQERRVEE 

GRKRGSF* QGQ/EAQEKSLRQSRSR\ 

SRSKAGSR*PVDRSRSKSKDKRKSR 

KRSREESRSRSRSRSKSERSRKRG\S 

KRDSKASVSCKKKKKEDTDRSQSRS 

PSRSVXSKEREHA/RSLESSQREGRG 

ESENAGTNQEDPGPGPRSN\SKSKP 

NLP1RMHRSK1KSQASKTPISGPMSR 

SR\SASRSP\SRSRSKSRSRSQSRSRS 

KJCEKSRSPSKDKSLQPQP 


1765 


7262 


A 


1901 


3 


180 




1766 


7263 


A 


1902 


227 


440 


GMHNVCYVAVNE*FCGFIIR*SLAE 
RRQIS*EFQLFKFTLCLELILARRAC 
RESMA5PVAGSWSHFPEREF 


1767 


7264 


A 


1903 


2 


438 


HEELDTSERKIEFDSASGTYTLYUM 
GDAHFEEPQSLWNVADLVHQSPPE 
EKAPLDLSCPQNLFTPK\QEIQWIRJ 
GA\NVS\NFTFAP\STIIFH\LGHA\AM 
LGLM Y V Y WTQLNMF\QTLK YL A IL 
GSVTFLAGNRMLAQQAVKRTAH 
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SEQ 10 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location or 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X^Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide Insertion) 


1768 


7265 


A 


1904 


] 


1660 




1769 


7266 


A 


1905 


156 


2369 


PVLKTHPGPQSLPRVPGVPCGGLLE 

PLSRAEVSPRFGLRRDLLGGMAPPG 

SSTVFLLALTIIASTWALTPTHYLTK 

HDVERLKASLDRPFTNLESAFYSIV 

GLSSLGAQVPDAKKACTYIRSNLDP 

SNVDSLFYAVAQA\SQGLSGCEISISN 

ETKDLLLAVAVSE\DSSVYPRSYHAS 

WQL*SGLLGLSLWAVPKESTQVAL 

NWLVFKQGKETVLUTVQALQTAS 

HLSQQADLRSIVREIEDLVARLDEL 

GGLYLQ\FEEGLETTAL\FVAATYKA 

/LMDH\VGTE\PSIKE\DQV1QLMNAI 

F\SKKNFES\LSEAFSV\ASG\AAVLS 

HNRYHVPVVVVPEGSASDTHEQAI 

LRLQVTNVLSQPLTQATVKLEHAK 

SVASRATVLQKTSFTPWGIVFELNF 

MNVKFSGG*CDF\LVEVEGDNRYIS\ 

NTVELRVQDPPTEVGITNVDLSTV\ 

DKDQSIAPNQTTRVTYPAKAKGTFH 

SAGQATRNFGLVLSSW*DVNTG\AE 

LTPHQTFVRLHNQKTGPGSGCLFAE 

PGQQGTCYKFELDTSERKGLNLTSR 

SGTYTLYLIIG*CQL*RTQ1LWKCGL 

M WVIMCFP* GKEASFDCLCSQEPFSL 

PKQGNFRHLFPGRP*GRRAPPPWCP 

NTFTAPESFFGPLL/LCFLRLLWIRD 

WVPKCLPTFTFCFLSTIIFHPWDML 

AYAGTSMYVY*TQAQPCSQTLEVP 

WPILGQCDRFLAGQSGMLAPARQV 

KRIAAEQSSRLAKYRTLRTAH 


1770 


7267 


A 


1906 


37 


404 


PQLSRCRSECM Y VNPTV VMTSMG Q 

ATWSDPHKAKTMLNRIPLGKFAGE 

SGGSPASWPAVPVCALGRGGRER 

WAAASFLYAPDPRPAH\EVEHWN 

AILFLLSDRSGM1TGSTLPVEGGFW 

AC 


1771 


7268 


A 


1907 


271 


1086 


YTQCPGIEPVCVDLGDWEATERAL 

GSVGPVDLLVNNAAVALLQPFLEV 

TKEAFDR*ACEGGGTSGRGCPGGRS 

SPNL*PGSVPRPLDPLRVNLRAVIQV 

SQIVA\RGLI\ARGVPTGPS*NVSSQC 

FPAGQ*TNHSVLLLPTKGVPLDMLD 

QG * WAL\ELGPHKLSRCRSG VN AW 

NPHSGG*RSMGPGPPWSDPHK\AKI 

MLNRIP\LGKFAGESEVEHWNA\1L 

FLLSDRSGMTTGS\TLPVEGGFWAW 

LSSLHTPQ AP WA CFILTPNPSNKT 


1772 


7269 


A 


1908 


2 


305 


ARESG S L V APRSRPP WEHGLPGEH S 
* D APRPHKSFTLPWLPHLHLSKEAL 
DTHQRSQHE\ECMPLYKFTPTSEKR 
PQLMLPLPEQQCEQLCRFGSTPVTW 
A 


1773 


7270 


A 


1909 


2 


529 


GTVAACGACYWLLGLMAVRASFE 
NNCE1GCFAKLTNTYCLVAIGGSEN 
FYSVFEGELSDTIPWHAS1AGCRIIG 
RMCVGYTEEILADVLKVEVFRQTVA 
E>Q VL VGS YC VFSNQG G L VHPKTSI E 
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WHAT IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from tire group 
consisting of SEQ ID NO: 1-5497, a mature protein coding portion of SEQ ID NO: 1-5497, an 
active domain of SEQ ID NO: 1-5497, and complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim L 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 

7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
associated with a regulatory sequence that modulates expression of the polynucleotide in the host 
cell. 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 

(b) a polypeptide encoded by a polynucleotidehybridizing under stringent 
conditions with any one of SEQ ID NO: 1-5497. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 

12. An antibody directed against the polypeptide of claim 10. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising; 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
10 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1 ; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

15 sample. 

1 5. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 1 0 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 1 0 is detected. 

25 

17. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

18, A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 1 0 is identified. 

1 9. A method of producing the polypeptide of claim 10, comprising, 

a) culturing a host ceil comprising a polynucleotide sequence selected from 
10 the group consisting of a polynucleotide sequence of SEQ ID NO: 1-5497, a mature protein 
coding portion of SEQ ID NO: 1-5497, an active domain of SEQ ID NO: 1-5497, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-5497, under conditions sufficient to express the polypeptide in said 
cell; and 

15 b) isolating the polypeptide from the cell culture or cells of step (a). 



20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 5498-10994, the mature protein portion thereof, or the active domain 
thereof. 

20 

21 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-5497. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format 

35 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 and a 
pharmaceutical^ acceptable carrier. 



5 28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutical^ acceptable carrier. 
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